Methods
. Clinical characteristics of patients by gene expression dataset.
Parameters
KMplot (n = 593) GSE15460 (n = 248) GSE62254 (n = 300) Figure S2 . Differences of OS (a) and PFS (b) duration between high and low expression cohorts of each prognostic CaRG. Differences were calculated between median survival times of the two cohorts. If cohorts did not reach median survival, restricted mean (rmean) of survival times were considered. Figure S3 . Differential protein expression in normal stomach (N) and gastric cancer (GC) tissue sections from the HPA database of CaRGs with significant prognostic value in subgroup analysis. Colors represents the intensity of staining.
STAD-TCGA (n = 385) GENDER
ANO6 x ATP13A2 x ATP13A3 x ATP13A4 x ATP13A5 x ATP2A1 x ATP2A2 x ATP2A3 x ATP2B1 x ATP2B2 x ATP2B3 x ATP2C1 x C19orf26 x CACNA1B x CACNA1C x CACNA1D x CACNA1E x CACNA1F x CACNA1G x CACNA1H x CACNA1I x CACNA2D1 x CACNA2D2 x CACNA2D3 x CACNA2D4 x CACNB1 x CACNB2 x CACNB3 x CACNB4 x CACNG4 x CACNG6 x CACNG7 x CACNG8 x CCDC109B x CHRNA10 x GRIN1 x GRIN2A x GRIN2B x GRIN2C x GRIN2D x GRIN3A x GRIN3B x ITPR1 x ITPR2 x ITPR3 x LETM1 x MCOLN2 x NALCN x ORAI1 x ORAI2 x ORAI3 x P2RX1 x P2RX2 x P2RX3 x P2RX4 x P2RX5 x P2RX6 x P2RX7 x PKD1L1 x PKDREJ x RYR1 x RYR2 x RYR3 x SLC24A1 x SLC24A2 x SLC24A3 x SLC24A4 x SLC25A23 x SLC25A25 x SLC3A2 x SLC8A1 x SLC8A2 x SLC8A3 x STIM1 x STIM2 x TMC2 x TMCO1 x TMEM165 x TMEM37 x TMEM63C x TPCN1 x TPCN2 x TRDN x TRPA1 x TRPC1 x TRPC3 x TRPC4 x TRPC4AP x TRPC6 x TRPM2 x TRPM3 x TRPM6 x TRPM7 x TRPM8 x TRPV2 x TRPV3 x TRPV4 x TRPV6 x
